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Due to an error in printing style of a footnote index, the
indication of a limiting condition after Eq. 16 was misleading.
The sentence should read:
Note that the indices should fulfill the conditions D ≥ 2
and E + F + G ≥ 22 in order to justify using these pat-
terns, otherwise, they can be replaced by simpler forms.
With 2 refering to footnote 2.
2 Not all entity types have to be present. For missing entities, the
corresponding maximum index is symbolically set to 0 and the term
eliminated from the summation.
The online version of the original article can be found under
doi:10.1007/s10334-011-0246-y.
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